In the title compound, C 11 H 8 ClNO 2 , the allyl side chain is almost perpendicular to the 5-chloroindoline-2,3-dione ring system, with a dihedral angle of 88.0 (3) . In the crystal, C-HÁ Á ÁO interactions link the molecules into layers lying parallel to the bc plane.
In the title compound, C 11 H 8 ClNO 2 , the allyl side chain is almost perpendicular to the 5-chloroindoline-2,3-dione ring system, with a dihedral angle of 88.0 (3) . In the crystal, C-HÁ Á ÁO interactions link the molecules into layers lying parallel to the bc plane.
Structure description
As part of our ongoing studies of 5-chloroisatin derivatives (Kharbach et al., 2016) , we now describe the structure of the title compound, C 11 H 8 ClNO 2 (Fig. 1) , which was obtained by reaction of 5-chloroisatin with allyl bromide in phase-transfer catalysis conditions.
The allyl group is almost perpendicular to the 5-chloroindoline-2,3-dione ring system (r.m.s. deviation = 0.034 Å ) with a dihedral angle of 88.0 (3) : the N1-C9-C10-C11 torsion angle is À5.7 (5) . In the crystal, C-HÁ Á ÁO interactions (Fig. 2 , Table 1 ) link molecules into layers running parallel to the bc plane ( Fig. 3 ).
Synthesis and crystallization
To a solution of 5-chloro-1H-indole-2,3-dione (0.4 g, 2,20 mmol) in DMF (25 ml) was added K 2 CO 3 (0.5 g, 3,30 mmol) as a base, tetra-n-butylammoium bromide (0.1 g, 0,3 mmol) as catalyst and then 3-bromoprop-1-ene (0.34 ml, 2.97 mmol). The reaction mixture was stirred for 48 h at room temperature; once the reaction was complete, the solvent was evaporated in vacuo. The title compound obtained was recrystallized from ethanol solution to afford red crystals (yield: 89%, m.p.: 415 K).
Figure 2
The crystal structure of the title compound, viewed along the c axis, showing layers parallel to the bc plane linked by C-HÁ Á ÁO hydrogen bonds (dashed lines). For the sake of clarity, H atoms not involved in the hydrogen bonds have been omitted. Symmetry codes: (i) x; y þ 1; z; (ii) x; Ày þ 1 2 ; z þ 1 2 ; (iii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 .
Figure 3
The crystal structure of the title compound, viewed along the b axis, showing chains parallel to the bc plane linked by C-HÁ Á ÁO hydrogen bonds (dashed lines). For the sake of clarity, H atoms not involved in the hydrogen bonds have been omitted. Computer programs: APEX2 and SAINT (Bruker, 2009) , SHELXT (Sheldrick, 2015a), SHELXL2014 (Sheldrick, 2015b) , PLATON (Spek, 2009 ) and publCIF (Westrip, 2010) .
Figure 1
The molecular structure of the title molecule, showing displacement ellipsoids drawn at the 30% probability level. 
Special details
Experimental. SADABS-2014/5 (Bruker,2014/5) was used for absorption correction. wR2(int) was 0.0610 before and 0.0436 after correction. The Ratio of minimum to maximum transmission is 0.9447. The λ/2 correction factor is Not present. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 0.0905 (11) 0.0387 (7) 0.0928 (11) −0.0027 (7) 0.0278 (9) −0.0023 (7) N1 0.0521 (8) 0.0554 (9) 0.0527 (8) 0.0046 (7) 0.0032 (7) −0.0018 (7) O2 0.0649 (9) 0.0938 (12) 0.0869 (11) −0.0134 (8) 0.0027 (8) −0.0329 (10) C6 0.0468 (9) 0.0383 (8) 0.0474 (9) 0.0017 (6) 0.0135 (7) 0.0007 (7) C1 0.0446 (8) 0.0434 (8) 0.0447 (8) 0.0027 (7) 0.0098 (7) 0.0011 (7) C7 0.0584 (10) 0.0418 (9) 0.0578 (10) −0.0020 (7) 0.0238 (9) −0.0051 (8) 
